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Correlation between rs5029939 Locus Polymorphism of TNFAIP3 Gene and Myasthenia Gra-
vis LI Yao, SUN Jin-mei, CHEN Bin, JIANG Bin, WANG Shu-hui, ZHANG Yong-bo. Department of Neurolo-
gy, Beijing Friendship Hospital, Capital Medical University, Beijing 100050, China

Abstract Objective: To analyze the correlation between 1s5029939 locus polymorphism of the tumor necro-
sis factor a-induced protein 3 (TNFAIP3) gene and myasthenia gravis (MG). Methods: Ninety-cight adult MG
patients from northern China (MG group) and 87 healthy controls (control group) were recruited. The polymor-
phisms were determined by SNPscanTM technique, and results were compared between and within the two
groups. Results: There was no statistical difference in the TNFAIP3 1s5029939 locus C/C, C/G, and G/G geno-
types nor in frequency of the G allele between the MG group and control group (P>0.05). MG group patients
were divided into subgroup according to gender, onset age, concurrent thymoma, anti-acetylcholine receptor
(AChR) antibody, and clinical classification, and data analysis showed that the frequency of the G allele in pa-
tients negative for the anti-acetylcholine receptor was significant lower than that in patients positive for the an-
ti-acetylcholine receptor (P=0.046, OR=0.328, 95% CI 0.115-0.935). Comparisons between all other subgroups
revealed no significant difference (P>0.05). Conclusion: Our result indicate that rs5029939 polymorphism of
the TNFAIP3 gene is associated with the expression of the anti-AChR antibody in MG patients.
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