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—AF, 44 BIVARIE BB B 15 4911 ) i JE 5 HABSE R AT 43 IEAH DG, 45 5 R
H AHEAR ) g
2020 608 ilsZ ik WORTAEIL HMA450 YODI1 . UGTS,SLIT2 . FNDC3B {7 4 1) Ff &
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